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The Biotechnology Systems Branc i. )f the Scientific and Technical Information 
Center (STIC) detected errors wlfi a processing the following computer readable 



Application Serial Number: $fy/^3^6Tff3 

a i 7 f 



Source: 



Date Processed by STIC: C 2jkJ^^L 



"Fe-Mticci 



THE ATTACHED PRINTOUT EXPLA 
PLEASE FORWARD THIS INFORMA 

1) INCLUDING A COPY OF THIS II 
APPLICANT, WITH A NOTICE T 

2) TELEPHONING APPLICANT AN 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS 



FOR SEQUENCE RULES INTERFRI" 
PATENHN Zl e-mail help: patin2» 
PATENTTN 3.0 e-mail help: oatinSlu 



N 3 DEI ECTED ERRORS* 
IE5NTO THE APPLICANT BY EITHER: 
IfffTOUriN YOUR NEXT COMMUNICATION TO THE 

VAXEGA COPY OF THIS PRINTOUT, WITH AjOj "5^0\ .\ 

JL CAiE CONTACT MARK SPENCER, 703-308-4212. 

AT] ON > PLEASE CONTACT ROBERT WAX, 703-308-4216. U S f w * 

I afiaui Dto.gov or phone 703-306-4119 (R. Wax) 
a gusi fto.gov or phone 703-306-4119 (R» Wax) 



TO REDUCE ERRORED SEQUE M2; L] STINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM. ACC :S SIBI E THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSIT1 SEEBfeLOW: 



Checl 

The Checker Version 3.0 application is a ::t 
employing a logical and intuitive user-inter 
compliance with format and content rotes. < 
generated for the original version of 37 CFi 
roles) and the revised version (new jutea) e 
Property Organization (WIPO) Standard &". 
Checker Version 3.0 replaces the previous : 
; compliant Checker allows public users to c 
: (CRF) before submitting them to the Umitw 
Use of Checker prior to filing the sequence 
: listidgs, tbfes saving time and money. 

x Ohtf ker Version 3.0 can be down loaded 

:r> http://>vwW.uspto,j 



i;r Vei'sion 3.0 

£ -o f th ;-art Windows based software program 
;tce o c leek whether a sequence listing is in 
h '5c!cer Version 3.0 works for sequence listings 
{ §1.82 1 - 1.825 effective October 1, 1990 (old 
festive uly 1, 1998 as well as World Intellectual 
25. 

ICS ba«ed version of Checker, and is Y2K- 
: e sk se< [uence listings in Computer Readable form 
Stales I 'atent and Trademark Office (USPTOI. 
stir i< expected to result in fewer errored sequence 



iy np ft e USPTO website fit the following address: 

DY/^eb/offices/pac/checker 
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EU iv 8c ittCficc Listing Error Summary 



ATTN: NEW RULES CASES] 

1 WnppcdNuclwci 

Wrapped Aminos 



Jnvalid Line Length 

^Misaligned Amino 
Numbering 



A Non-ASCU 

$ J V ariable Unglh. 



Pstcatln 2,0 



Skipped Sequences 
"(OLD RULES) 



8 Skipped Sequences 

(NEWRUUS) 



y Usoofa'sorXsa's 

(NEW RULES) 



J 



10 ^ Invalid <2I3> 
Response 



Uaeof<220> 



12 Patentln2.0 . 

-bug" 



PLEASED] 

The numtHrr 
wu retrieve 
prevent 



lECf'R* ACTION SERIAL NUMBER; , 

i R E( IAR > ENCUSH -ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

.txialtbs sid ofeach line "wrapped" down to the next line. Thb msy occur If your file 
ir a « vord processor after cresting it Pitta* ndjust your right margin lo J; this vol! 
png" 



The rates re ill e 1 mU line not eiceed 72 characters in lenglhV this includes white spaces. 



The nurabcr 
use space tl 

The submit! 
sytvai 



ig un la e ich 3* amino acid is misaligned. Do no( use Ub codes between numbers; 
i met ;n, instead. • 

iljile wu not saved in ASCll(DOS)texl, as required by the Sequence Rules, Please 
i itt b* que \i submission b saved In ASCII test. 



Sequence^] 
eachn tvr K 
residue bavi 

A M bu»f in I 
sequences 
prcviocrJ) « 
the subttecu 
Artificial o 

Sequence^ 
(2)DIFOIU 
<i) 

(xi)SEQllI 
Thb aequor 



cmuian'sorXaa'swiireienlwgntw Per Sequence Rules, 

i onl r represent a single residue, f lease present the maximum number of each 
I tu uiblc tenglh and indicate in the <220>-<223> section that tome msy be missing. 

:e ill i vcr don 2.0 has caused Oft <220>*023>«ection to be missing from amino add 

. Normally, Pitentto woulrfaulonwicsUy.gener^? this section from the 

I d \ Mcle ic acid sequence. Please manually copy ths relevant <230>-<223> section to 
id im ino i cid sequence. Thb applies lo the mandatory <220>-<223> sections for 
Uik to wi sequence*. 

_ mining. Ifutfenlional, please insert the following tines for each skipped sequence: 
SnON F3R SEQ ID NO:X: (insert SEQ ID NO where "X" u shown) 
. El }i ENC E CHARACTERISTICS: (Do not inter) any subheadings under this heading) 
• l<! E 3ES :R1PTK>N:SEQ ID NO:X: (insert SEQ ID NO where "X** is shown) 
til Idcrttotully skipped 

Please att> i(ji ist Ihe - fi» NUMBER OF SEQUENCES:** response to Include the skipped sequences. 

oi itting. If Intentional, please insert the following lines for each skipped sequence, 

uce il mil iber 
itcs ilnmibtr 

i dor Kaa'i have been detected in the Sequence Listing. 

Si qu mce Rules, use of <220>-<223> b MANDATORY if n's or Xaa's are present 
<2 23 > se< Lion, please explain location of n or X«a; and which residue n or Xaa represents. 

St qu ence Rules, the only valid <213> responses are: Unknown. Artificial Sequence, or 
si (C+tw frpacies). <220>-<223> section is required when <213> response is Unknown or 

listing the <220>*'Feature M and s 



Sequencers 
<2l0>pequ 
<400> oe(|u 
000 

Use ofn'm 
Per 1.123 o 
ln<220>« 

* Per 1.823 e 
sdentiiVn 
bArthlichl 

' Scqucnce[i 
Useof<TI< 
"Unftnawn 
(See "Fete 

Please do r 
resulting :in 
tbUng> In 




Tiers and responses. 
IcUl Sequence** or 

of Sequence Rules) 



' 1 'ffi b MANDATORY if <2 1 3> "Orj 
: 1 teisBC :pUin source of genetic mstcrial m 
-lUq ;trlci 06701/1 998, Vol. 63, No. 104, pp. ^631-32) 

■: \ se ~Oe\ >y to Disk" (unction of Palenlln version 2.0. This causes a corrupted file, 
u Lsb ig m indalory numerio identifiers and responses (as indicated on raw sequence 
. u d\ ileal e use "File Manager** or any other manual means to copy file to floppy disk. 



13 . Misuse of n *Htaenry hi iae I lot epresent a single nucleotide in a nucleic acid sequence. N is not used to represent 

aayvaWi life a fie J ly a nucleotide. 

At IC/MH - Biotechnology Systems Branch - OS/2 1/200 1 
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OIPE 



3 
5 

ANALOGS 
7 
9 
10 
12 
14 
16 
17 
18 
19 
21 




32 
33 
34 



RAW SEQUENCE I.] 

PATENT APPLIOT 

Input Set : A: * 
Output Set: N:' 

<110> APPLICANT: Hornik, Ve: 
<120> TITLE OF INVENTION: O 

<130> FILE REFERENCE: 87534- 
<140> CURRENT APPLICATION (31 
<141> CURRENT FILING DATE: 
<160> NUMBER OF SEQ ID NOS ; 
<170> SOFTWARE: Patentln ve. 
<210> SEQ ID 1 
<211> LENGTH; 14 
<212> TYPE: PRT 
<213> ORGANISM: mammalian 
<400> SEQUENCE: 1 

Gly Cys Lys Asn Phe PHes 

1 4 5 

,0 > SEQ IgJjOL 2 
<211>"LtiWtiW: b 
<212> TYPE: PRT 
<213> ORGANISM 
<220> FEATURE: 
<221> NAME /KEY: DISULFIDE 
<222> LOCATION: (1)..(1) 
223> OTHER INFORMATION 



i.rijijQ DATE: 09/06/2001 . <7,Jo 

■:0lfi US/09/734,583 TIME: 15:09:42 ^1(3 

ir-534-30oo.txt noes Not Comply 

:aura\< 906200i\i734583 . raw Corf ected Diskette Needed 

lirORMhTIONALLY CONSTRAINED BACKBONE CYCLIZED SOMATOSTATIN 
3000 

I43ER: 09/734,583 

3)C-i::-i3 

L) 

sLcn :t.l 




<Arti£t6ial 



Tr*> Lfs Thr Phe Thr Ser Cys 
10 




39 
40 
41 
42 
45 
47 
48 
5H 
52 
53 
-> 54 

57 
58 
* 59 
^2 
63 
64 
65 
68 
69 
70 
71 



<220> FEATURE: 
<221> NAME /KEY: MOD_RES 
<222> LOCATION; (3).. (3) 
<223> OTHER INFORMATION: 
<40 0> SEQ UENCE: 2 
Cys^Phe Trp-^s Thr Cys 




iues at amino acid positionsTand 6 form a disulfide 



Tf ;■ T:p residue is the D isomer 




<212> 
<213> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 





i>< ip txc a^^^^a 



TYPE: 
ORGANIC 

FEATURE: 
NAME /KEY: MODJtES 
LOCATION: (1) . . (1) 
OTHER INFORMATION: th 14-athy:. 
FEATURE: 

NAME/ KEY: MOD^RES 
LOCATION; (1)..<6) 
OTHER INFORMATION: C o Lc 
FEATURE: 

NAME /KEY; M0D_ RES 
LOCATION: (3) . . (3) 

OTHER INFORMATION: T b Ivp residue is the D isomer 



£Ue^/C;\CrO\Outhold\VsrI734583 f htin 



9/6/01 




ffle://CACrf3\Oufliold\VsrI734583.htm 



9/6/01 
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RAW SEQUENCE LI I1XUG 

PATENT APPLICAS !CN US/09/734 ,583 



DATE: 09/06/2001 
TIME: 15:09:42 



Input Set : A: \ :75:U-3000. txt 

Output Set: N:\ Iff:i\09062001\I7345B3.raw 



Tlir 



76 Ala Tyr Trp Lys Val Phe. 

77 1 5 

80 <210> SEQ ID NO: 4 

81 <211> LENGTH: 8 ^ ■ 

82 <212> TYPE: PRT^ - ""^ f 

C— > 83 <213> ORGANISM: ( Artificial j [tyti^M 

85 <220> FEATURE: 

86 <221> NAME /KEY : MOD_RES 

87 <222> LOCATION: (1) . . (D 

88 <223> OTHER INFORMATION: 

91 <220> FEATURE : 

92 <221> NAME/KEY: MOD_RES 

93 <222> LOCATION: (8) . . (8) 

94 <223> OTHER INFORMATION: 
97 <220> FEATURE: 

w __> 98 <221> NAME /KEY: DISULFIDE B IDCJS 

99 <222> LOCATION: (2) ♦ • (2) 

100 <223> OTHER INFORMATION: A disul 

103 <220> FEATURE: 

104 <221> NAME/KEY: MOD_R»S-^s 

105 <222> LOCATION Q2^l&Ls 

106 <223> OTHER iNFORHTtMCTT: 't 
109 <400> SEQUENCE: 4 

111 Phe Cys Phe Trp Lys Thr C* 

112 1 ' .5 

115 <210> SEQ ID NO: 5 

116 <211> LENGTH: 7 

117 <212> TYPE: PRT ^ 
C— > 118 <213> ORGANISM: Artificia] 

120 <220> FEATURE 
K«> 121 <221> NAME/KEY: DISULFIDE 

122 <222> LOCATION: <2) . . (2) 

123 <223> OTHER INFORMMIONT""- . 
position [Sirv^ 

124 2 and 6 

127 <220> FEATURE: 

128 <221> NAME /KEY : 

129 <222> LOCATION: 

130 <223> OTHER INFORMATION: 

133 <220> FEATURE: 

134 <221> NAME /KEY: M0D_RES 

135 <222> LOCATION: (4) . . (4) 

136 <223> OTHER INFORMATION: 

139 <220> FEATURE: 

140 <221> NAME/ KEY : MOD_RES 

141 <222> LOCATION: (7).. (7) 

142 <223> OTHER INFORMATION: 
145 <400> SEQUENCE: 5 

147 Phe Cys Phe Trp Lys Cys 1 

148 1 * 5 




Th< ?he residue is a D isomer 



Th Tit residue ends with 



th CH20^ 

fide^i^)i3 formed between Cys residu 
Residue is a D isomer 





: (Artificia: 




fide Bridge is formed between the Cys 



MOD_RES 
(!)..{!) 



as Ph i residue is a D isomer 



he Tr? residue is a D isomer 
he Thr^esiu^ ends with N2H 




file://C:\Crf3\Outhold\VsrI734583 .htm 
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WW SEQUENCE Hi TNG ^ATE: 09/06/200X 

PATBSrSttlCAT 0:<: US/09/734 , 583 TIME: 15:09:42 

Input Set : A:\ 7 53 4-: 1000. txt 

Output Set: K:\ RP2\0 >062001\I7345B3 . raw 





151 <210> SEQ ID NO: 

152 <211> LENGTH: 8 

153 <212> TYPE: PRT ^ ^ 

154 <213> ORGANISM: Artificial iap1adi 

156 <220> FEATURE: ^ 

157 <221> NAME /KEY: MISC_FEMW : J 

JK ^^ia&iiil! 1. a ,a»«a a/ino butyric acid, diamine butyric acidly, 



159 <223> OTHER INFORMATION: is a 'janma anttno butyric acia, ax™*™ ^w^^. 

b * ta "^o a S-amino pentanoic i.c^i cr amino hexanoic acid; Residue 1 i»® 

ill ■ ^y^o Residue 8; f M l.ia. 1 also begins with a hydrogen, or a^/ ' W 

162 ono^or di- saccharic if a:tached 

165 <220> FEATURE: 

166 <221> NAME /KEY: MISC.FEATUI ■: 

167 <222> LOCATION: (2) . . (2) /■ 

168 <223> OTHER INFORMATION: i: ID) cr (L) Phe or. Tyr 

171 <220> FEATURE: 

172 <221> NAME /KEY : MISC_FEATW :£ ^ 

173 <222> LOCATION: (3) . . 13) (L)-Phe, (D)- or (L)-lNal or (D> or 

174 <223> OTHER INFORMATION: i (C ) or [L>-Trp, or (L) me, kU) or \u f 

<L)-2Na 

175 1/ or Tyr 

178 <220> FEATURE: 

179 <221> NAME /KEY: MISC_FEATU E 

180 <222> LOCATION: (4).. (4) 

181 <223> OTHER INFORMATION: i (10 (L)-Trp 

184 <220> FEATURE: 

185 <221> NAME /KEY: MISC^FEATU !E 

186 <222> LOCATION: (5) . . (5) 

187 <223> OTHER INFORMATION: i i W or {LJ-Lys 

190 <220> FEATURE: 

191 <221> NAME /KEY: MISCJFEATt : F r 

III ^"^TIOn! I* *«, Gly, Abu, ser, Cys, Val, (D, or (,,-Ala, or ,D>- or 

(L)-A 

194 la, or Tyr 

197 <220> FEATURE: 

198 <221> NAME /KEY: MISC_FEATl :U1 

III tllll OT H BR^ IN FORMAT I ON i : „ (0, or <L, -Phe, or (D,- or «L,-Ala, Nle, or Cys, 

203 <220> FEATURE: 

204 <221> NAME/KEY: MISC_FEA?> :V;5 r 

III SS ^SJtJSiiiS! . Gly. Val, Leu, (D, or (L,-Phe, or «.! or 2*1, with a 

termina ^ , 

207 1 carboxy acid, ami s cr alcohol group. 

210 <4<ao> SEQHENCEl 6 f r 

W~> 212 Xafc Xaa Xaa Xai Xaa Xa» X a >Aa 

213 1 - - / 5 ' ' 

216 <210> SEQ ID NO: T 

217 <211> LENGTH; 7 

218 <212> TYPE: PRT > **** 

C— > 219 <213> ORGANISM /Ar tificia 

v 9/6/01 

ffle*y/C:\Crfi\CKitholdWsrI734583.htni 
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RAW SEQUENCE 1.3 UVXXQ 

PATENT APPLICATION: U6/09/734 , 563 



DATE: 
TIME: 



09/06/2001 
15:09:42 



Input Set : A: y ilV534-3000.txt 

Output Set: N:VatF3\(9062001\I734583.raw 



221 <220> FEATURE: 

222 <221> NAME/KEY: MISC_FEATU1 

223 <222> LOCATION: <1),.(1) 

224 <223> OTHER INFORMATION: i; 



brid 



225 ged to Residue 6 a b: 

226 rs connected to an <\i 
221 lowed by 1 to 5 meth; 

230 <220> FEATURE: 

231 <221> NAME/KEY: MISC_FEATU) 

232 <222> LOCATION: (2)., (2) 

233 <223> OTHER INFORMATION: :L 

236 <220> FEATURE: 

237 <221> NAME /KEY: MISC_FEATU: 

238 <222> LOCATION: (3) . . (3) 

239 <223> OTHER INFORMATION: i 

242 <220> FEATURE: 

243 <221> NAME /KEY : MISC_FEATU 

244 <222> LOCATION: (5) ..(5) 

245 <223> OTHER INFORMATION: i 

248 <220> FEATURE: 

249 <221> NAME/KEY: MISC_FEAT'J 

250 <222> LOCATION: (6).. (6) 

251 <223> OTHER INFORMATION: i 

254 <220> FEATURE: 

255 <221> NAME /KEY : MISC_FEATU 

256 <222> LOCATION: (7) . ♦ {7> 

257 <223> OTHER INFORMATION: :L 



;0J- or (L)-Phe, or (D) - or (L)~Ala; wherein Residue 1 is 

:.<igint| group composed of 1 to 5 methyl space 
;Liie, uhioether, thioester, or disulfide, fol 
!L spacers 



Tyr or (D)- or (L)-Phe 

(O- or (L)-Trp, (D) - or (L)-lNal, or (D) - or (L)-2Nal 

Thr, Val, Ser, or Cys 

3 

f 

3Jy >r (D) - or (L)-Phe 

s 

Thr, GABA, (D)- or (L)-lNal, (D) - or (L)-2Nal, or (D)- or 



w— > 



C— > 



258 . )-Phe 

261 <4J00> SEQUENCE: 7 f f f 

263 Xaa xia Xaa Lya Xaa Xaa Xti 

264 1 5 

267 <210> SEQ ID NO: *8 

268 <211> LENGTH: 9 

269 <212> TYPE: PRT/O 

270 <213> ORGANISM ( Artificial 

272 <220> FEATURE: 

273 <221> NAME /KEY 

274 <222> LOCATION: (1).*(1> 

275 <223> OTHER INFORMATION: J 

278 <220> FEATURE: 

279 <221> NAME /KEY: MISC_FEATt 

280 <222> LOCATION: (2) ♦ . (2) 

281 <223> OTHER INFORMATION: j 



•Phe 



IY: MISC FEfiTC : I 





• absent or is a terminal group of\one to four amino 

r 

is l!*al, 2Nal, Beta-Asp <Ind), Gly, Tyr, <D)- or (L)-Ala, or 



282 )- or <L) 

285 <220> FEATURE: 

286 <221> NAME /KEY: MISC_FEATC 

287 <222> LOCATION: (3).. (4) 

288 <223> OTHER INFORMATION: a 
Bet a -As 

289 p (Ind), Gly, Tyr, 



\v oe absent, or are independently Gly, Tyr, INal, 2Nal, 
)]- oi (L)-Ala, or (DJ- or (L)-Phe 



file://C:\Crf3\Outhold\VsrI734583,htm 
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RAW SEQUENCE LXi T.MZ 

PATENT APPLICAT: ;>]!: US/09/734 ,583 



DATE: 09/06/2001 
TIME: 15:09:42 



■Input Set 



7!S34-:t000.txt 



Output Set: N:V l*P3\0!i062001\l734583.raw 

292 <220> FEATURE: 

293 <221> NAME /KEY: MISCJEATUR 

294 <222> LOCATION: (5) . . (5) 

295 <223> OTHER INFORMATION: (ID - cr [L)-Trp 

298 <220> FEATURE: 

299 <221> NAME/KEY: MISC_FEATUK ; ^ 

300 <222> LOCATION: (6) . . (6) 

301 <223> OTHER INFORMATION: <D - or (L)-Lys 

304 <220> FEATURE: 

305 <221> NAME /KEY: MISC_FEATUfl 

306 <222> LOCATION: (7) . • (7) 

307 <223> OTHER INFORMATION: is 



tbuent or is Gly, Abu, Cys, Thr, Val, (D>- or (L)-Ala, or 



(D) 



308 - or (L)-Phe 

311 <220> FEATURE: 

312 <221> NAME/ KEY: MISC_FEATtH 

313 <222> LOCATION: (8) ..(8) 

314 <223> OTHER INFORMATION: U 

317 <220> FEATURE: 

318 <221> NAME/KEY: MISC_FEATtN 

319 <222> LOCATION: (9) . , (9) 

320 <223> OTHER INFORMATION: in 
323 /&0> SEQUENCES 8 ( 

W~> 325/XaaJxaa Xaa Xaa Xtfa Xaa Xa 
326ll7 r * * 5, . 

329 <210> SEQ ID NO: 9 

330 <211> LENGTH: 7 

331 <212> TYPE: PRT 
C— > 332 <213> ORGANISM: 

334 <220> FEATURE: 

335 <221> NAME/KEY: 

336 <222> LOCATION: 

337 <223> OTHER INFORMATION; ( 

connected 

338 to Residue 7 by a bi 

339 (jihcectedjfco an amid* 

340 d by 1 to 5 methyleT 

343 <220> FEATURE: 

344 <221> NAME/KEY: MISC_FEATC 

345 <222> LOCATION: {2) . . (2} 

346 <223> OTHER INFORMATION: 

349 <220> FEATURE: 

350 <221> NAME /KEY: MISC_FEATI 

351 <222> LOCATION: (3) . . (3) 

352 <223> OTHER INFORMATION: 

355 <220> FEATURE: 

356 <221> NAME /KEY : MISC^FEA'.P 

357 <222> LOCATION: (4).. (4) 

358 <223> OTHER INFORMATION: 

361 <220> FEATURE: 

362 <221> NAME/KEY: MISCJEAT 



Cys,, (D) - or (L)-Ala, or (D) - or (L) -Phe 

absent or is Val, Thr, INal or 2Nal ■ 
;<aei :&a 




MISC_FEATU 
(l)-.(D 



^tificiall Pantile 

IE 

:•)- or (L)-Phe, Tyr or (D)- or (L) -Ala; Residue 1 is 

, cg <! comprised of 1 to 5 methylene spacers (cp 0?hr\S^u/ 
. thicether, thioester, or disulfide, follow© 
it spacers 

m; 

;)]- oi (L)-Phe r Tyr or (D) - or (L)-Ala; 

in; 

:i absent or is (D) - or (L)-Phe, Tyr or <D)- or (Lj-Ala; 
3 ( D) or .(L)Tyr 



file://C;\Crf3\Outhoid\VsrI7345 83.htrn 



l tee >f n and/or Xaa has been detected In the Sequence listing, 
Jevj.»w die Sequence Listing to insure a corresponding 
cKpl tnation is presented in the <220> to <223> fields of 
each sequence using n or Xaa* 
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VERIFICATION >A1« 

PATENT APPLICA1 CN; 03/09/734 ,583 



DATE: 
TIME: 



09/06/2001 
15:09:43 



L 

L 

L: 

L 

L; 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 



30 M:220 C: 
33 M:257 W: 
54 M:220 C: 
83 M:220 C: 
9B M:257 W: 
118 M:220 C 
121 M:257 W 
154 M:220 C 
212 M:341 W 
219 M;220 C 
263 M:341 W 



Input Set : A:\ 11 5iU-3000. txt 

Output Set: N*^ ;iT5\09O62OOl\l734583.raw 



270 M:220 
325 M:341 
332 M:220 



381 M:341 W 
388 M:220 C 
437 M:341 W: <46) 



Keyword misspelled or 
Feature- value mis-speJ 
Keyword misspelled or 
Keyword misspelled or 
Feature value mis-spa. 1 
i Keyword misspelled oi 
! Feature value mis-sp< 
: Keyword misspelled cu 
i (46) w n" or "Xaa" u!n 
; Keyword misspelled 03 
: (46) "n" or "Xaa" u;j« 
: Keyword misspelled o: 
: (4 6) "n" or "Xaa" ui>« 
: Keyword misspelled o: 
: (46) "n" or "Xaa" utf' 
Keyword misspelled o 



or "Xaa" us 



i rvili 

I.C:d OI 

i.riv ali 
i.nvali 
;.ifd oi 

:.nval 
:.:.ei c 

;.nval 
:i, foj 

;.nva! 

ii to: 
Lnva; 

■3 fo: 
Lrva.' 

i. fo: 
Lrva. 

dr fo. 



d format, 
invalid, 
d format, 
d format, 
invalid, 
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attorney docket no. 



EXAMINER 
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PAPER NUMBER 



i DATE MAILED: 
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Please find below a communication fm i :h s Ei CAMINER in charge of this application 

Commissioner of Patents 

1 . This application contains s;e : y ci ice disclosures that are encompassed by the definitions for 
nucleotide and/or amino acid scqu :»sei set forth in 37 CFR 1.821(a)(1) and (a)(2). A computer 

readable form (CRF) of the sequeiu t lis tinj r was submitted. However* thc-GRF<ould not be 

i ...... ~ " 

processed by the Scientific and Tc* nicdl ifortnation Center (STIG) for the reason(s) set forth on 
the attached CRF Diskette Problec I .e\ >or - m Applicant must comply with the requirements of the 
sequence rules (37 CFR 1.821 - 1.8 5i tefcre the application can be'ekamined under 35 U.S.C. 
§§131 and 132. 

Applicant is given ONE M :>]*4TH from the mailing date of this communication within 
which to comply with the sequent riil<s, 27 CFR 1.821 - 1.825. Failure to comply with these 
requirements will result in ABANt CNMI5NT of the application under 37 CFR 1.821(g). 
Extensions of time may be obtain c i by fili ig a petition accompanied by the extension fee under the 
provisions of 37 CFR 1.136(a). Di M iic reply to the undersigned Applicant is requested to 
return a copy of the attached CRF : )t si ett. : Problem Report with the reply: 
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NOTICE TO COMPLY WITH RE« IIREWIENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE ANDfl 1*1 mWO ACID SEQUENCE DISCLOSURES 

Applicant must file the items indies :ed be ow within the time period set the Office action to which 
the Notice is attached to avoid abs Mlcnment under 35 U.S.C. § 133 (extensions of time may be 
obtained under the provisions of 3 OF : R 1 .136(a)). 

The nucleotide and/or amino acid equer ce disclosure contained in this application does not 
comply with the requirements for s .« h a disclosure as set forth in 37 C.F.R. 1.821 - 1825 for the 
following reason (s): 

□ 1 . This application clearly fe.il t > < air ply with the requirements of 37 C.F.R, 1 .821-1 .825. Applicant's 
attention is directed to tho rial rulemaking notice published at 55 FR 18230 (May 1, 1990), and 1 114 
OG 29 (May 15, 1990). If olfertive filing date Is on or after July 1, 1998, see the final rulemaking 
notice published at 63 FR ( June 1, 1998) and 1211 OG 82 (June 23, 1998). 

□ 2. This application does not < Detain, .is a separate part of the disclosure on paper copy, a "Sequence 
ListincT as re a u ire d bv 37 i.F.Fl 1 821(c). 



Listing" as required by 37 A'.tl 1 821(c) 

A copy of the'Seqi 
37 C.F.R. 1.821(e) 



3. A copy of the "Sequence I *1 in- f ie i computer readable form has not been submitted as required by 



□ 4. A copy of the "Sequence I &1lr> j" In computer readable form has been submitted. However, the 
content of the computer vt icable iorm does not comply with the requirements of 37 C.F.R. 1.822 
and/or 1.823, as Indicated ;ir the attached copy of the marked -up "Raw Sequence Listing." 

S5. The computer readable ft) n that t as been filed with this application has been found to be damaged 
and/or unreadable as ind!n utec on the attached CRF Diskette Problem Report. A Substitute 
computer readable form ir ,st fce s Jbmitted as required by 37 C.F.R. 1.825(d). 

□ 6. The paper copy of the *Se uer ce Listing" is not the same as the computer readable from of the 
"Sequence Listing" as m:\ n>d by 37 C.F.R. 1.821(e). 

j~J 7. Other; . 



Applicant Must Provide: 

g An initial or substitute compi » ' r sad able form (CRF) copy of the "Sequence Listing". 

SAn initial or substitute paper :aay of he "Sequence Listing", as well as an amendment directing its entry 
Into the specification. 

SA statement that the content >f tte p aper and computer readable copies are the same and, where 
applicable, include no new n iit:ei , a* required by 37 C.F.R. 1.821(e) or 1821(0 or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding co tpli 3im ;e to these requirements, please contact; 

For Rules Interpretation, cs 703; 308-4216 
For CRF Submission Help, :;nll (703) 308^212 
Patentln Software Program Support 

Technical Assistance 703-287-0200 

To Purchase Patentln i oft ware 703-306-2600 

PLEASE RETU iU k COPY OF THIS NOTICE WITH YOUR REPLY 
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COUNT S I 



EIET FOR SEQUENCE CASES 
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Serial No, 09/734.583 ^ AE . 

Date of Count 



Mark only one space below 



(CFIFN) (CRF is unreadable; use CRF Diskette 
Problem Report) 

(CI :FD) (CRF does not comply; use Notice to 
Comply) 



(CI IFF!) (CRF required but none submitted; 
use Notice to Comply) 



(be na fide) (second or subsequent letter to applicant 
lepDrting bona fide attempt to comply; 
use Notice to Comply and send copy of RSL) 



(M n bona fide) (second or subsequent letter to 
applicant reporting non-bona fide 
jjtt€impt to comply; use Notice to 
i Comply and send copy of RSL) 



Examiner Anish Gupta ^ GAU 1653 
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This Page is Inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of the original 
documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 
□('black borders 

□ image cut off at top, bottom or sides 

□ faded text or drawing 

□ blurred or illegible text or drawing 

□ skewed/slanted images 

□ color or black and white photographs 

□ gray scale documents 

□ LINES OR MARKS ON ORIGINAL DOCUMENT 

□ REFERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: - — 

IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 



